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INTRODUCTION RESULTS

HR = 0.718 (0.584 — 0.883), p-value = 0.0017

VALIDATION COHORT
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Figure 3. High LAG3 expression associated with longer OS and

= DNA (592-gene or whole exome) and RNA (whole transcriptome) sequencing Figure 1. LAG3 expression in UC and association with increased TP53 Pembrolizumab ToT Figure 5. Validation cohort utilizing the ORIEN database
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= Hazard ratios (HR) and associated p-values were calculated using the Cox Figure 2. LAG3-H cohort had increased immune cell infiltration and Figure 4. Longer OS for LAG3-H cohort persisted in PD-L1+ and TMB-H Adanma Ayanambakkam, MD
proportional hazards model increased Tregs tumors ,
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